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SEQUENCE LISTING 

<110> THE GOVERNMENT OF THE UNITED STATES OF AMERICA AS 

REPRESENTED BY THE SECRETARY OF THE DEPARTMENT OF HEALTH AND 
HUMAN SERVICES 
Cuttitta, Frank 
Martinez, Alfredo 
Stetler-Stevenson, William 

<120> A NEW TARGET FOR ANGIOGENESIS AND ANT I - ANGI OGENE SIS 

<130> 4239-67026 

<150> US 60/425,018 
<151> 2002-11-07 

<160> 20 

<170> Patentln version 3.2 

<210> 1 

<211> 1449 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (157) . , (714) 

<400> 1 

ctggatagaa cagctcaagc cttgccactt cgggcttctc actgcagctg ggcttggact 60 

tcggagtttt gccattgcca gtgggacgtc tgagactttc tccttcaagt acttggcaga 120 

tcactctctt agcagggtct gcgcttcgca gccggg atg aag ctg gtt tec gtc 174 

Met Lys Leu Val Ser Val 
1 5 

gec ctg atg tac ctg ggt teg etc gec ttc eta ggc get gac acc get 222 
Ala Leu Met Tyr Leu Gly Ser Leu Ala Phe Leu Gly Ala Asp Thr Ala 
10 15 20 

egg ttg gat gtc gcg teg gag ttt cga aag aag tgg aat aag tgg get 270 
Arg Leu Asp Val Ala Ser Glu Phe Arg Lys Lys Trp Asn Lys Trp Ala 
25 30 35 

ctg agt cgt ggg aag agg gaa ctg egg atg tec age age tac ccc acc 318 
Leu Ser Arg Gly Lys Arg Glu Leu Arg Met Ser Ser Ser Tyr Pro Thr 
40 45 50 

ggg etc get gac gtg aag gee ggg cct gee cag acc ctt att egg ccc 366 
Gly Leu Ala Asp Val Lys Ala Gly Pro Ala Gin Thr Leu lie Arg Pro 
55 60 65 70 

cag gac atg aag ggt gee tct cga age ccc gaa gac age agt ccg gat 414 
Gin Asp Met Lys Gly Ala Ser Arg Ser Pro Glu Asp Ser Ser Pro Asp 
75 80 85 

gee gee cgc ate cga gtc aag cgc tac cgc cag age atg aac aac ttc 4 62 

Ala Ala Arg lie Arg Val Lys Arg Tyr Arg Gin Ser Met Asn Asn Phe 
90 95 100 

cag ggc etc egg age ttt ggc tgc cgc ttc ggg acg tgc acg gtg cag 510 
Gin Gly Leu Arg Ser Phe Gly Cys Arg Phe Gly Thr Cys Thr Val Gin 
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105 110 115 

aag ctg gca cac cag ate tac cag ttc aca gat aag gac aag gac aac 558 
Lys Leu Ala His Gin lie Tyr Gin Phe Thr Asp Lys Asp Lys Asp Asn 
120 125 130 

gtc gec ccc agg age aag ate age ccc cag ggc tac ggc cgc egg cgc 606 
Val Ala Pro Arg Ser Lys lie Ser Pro Gin Gly Tyr Gly Arg Arg Arg 
135 140 145 150 

egg cgc tec ctg ccc gag gec ggc ccg ggt egg act ctg gtg tct tct 654 
Arg Arg Ser Leu Pro Glu Ala Gly Pro Gly Arg Thr Leu Val Ser Ser 
155 160 165 

aag cca caa gca cac ggg get cca gee ccc ccg agt gga agt get ccc 702 
Lys Pro Gin Ala His Gly Ala Pro Ala Pro Pro Ser Gly Ser Ala Pro 
170 175 180 

cac ttt ctt tag gatttaggcg cccatggtac aaggaatagt cgcgcaagca 754 
His Phe Leu 
185 



tcccgctggt 


gcctcccggg 


acgaaggact 


tcccgagcgg 


tgtggggacc 


gggctctgac 


814 


agccctgcgg 


agaccctgag 


teegggagge 


accgtccggc 


ggegagctet 


ggctttgcaa 


874 


gggcccctcc 


ttctgggggc 


ttcgcttcct 


tagecttget 


caggtgcaag 


tgccccaggg 


934 


ggcggggtgc 


agaagaatcc 


gagtgtttgc 


caggcttaag 


gagaggagaa 


actgagaaat 


994 


gaatgetgag 


acccccggag 


caggggtctg 


agccacagcc 


gtgctcgccc 


acaaactgat 


1054 


ttctcacggc 


gtgtcacccc 


accagggcgc 


aagcctcact 


attacttgaa 


ctttccaaaa 


1114 


cctaaagagg 


aaaagtgcaa 


tgcgtgttgt 


acatacagag 


gtaactatca 


atatttaagt 


1174 


ttgttgctgt 


caagattttt 


tttgtaactt 


caaatataga 


gatatttttg 


tacgttatat 


1234 


attgtattaa 


gggcatttta 


aaagcaatta 


tattgtcctc 


ccctatttta 


agacgtgaat 


1294 


gtctcagega 


ggtgtaaagt 


tgttcgccgc 


gtggaatgtg 


agtgtgtttg 


tgtgcatgaa 


1354 


agagaaagac 


tgattacctc 


ctgtgtggaa 


gaaggaaaca 


ccgagtctct 


gtataatcta 


1414 


tttacataaa 


atgggtgata 


tgegaacage 


aaacc 






1449 



<210> 2 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys Leu Val Ser Val Ala Leu Met Tyr Leu Gly Ser Leu Ala Phe 
15 10 15 

Leu Gly Ala Asp Thr Ala Arg Leu Asp Val Ala Ser Glu Phe Arg Lys 
20 25 30 

Lys Trp Asn Lys Trp Ala Leu Ser Arg Gly Lys Arg Glu Leu Arg Met 
35 4 0 " 4 5 
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Ser Ser Ser Tyr Pro Thr Gly Leu Ala Asp Val Lys Ala Gly Pro Ala 
50 55 60 

Gin Thr Leu lie Arg Pro Gin Asp Met Lys Gly Ala Ser Arg Ser Pro 
65 70 75 80 

Glu Asp Ser Ser Pro Asp Ala Ala Arg He Arg Val Lys Arg Tyr Arg 
85 * 90 95 

Gin Ser Met Asn Asn Phe Gin Gly Leu Arg Ser Phe Gly Cys Arg Phe 
100 105 110 

Gly Thr Cys Thr Val Gin Lys Leu Ala His Gin He Tyr Gin Phe Thr 
115 120 125 

Asp Lys Asp Lys Asp Asn Val Ala Pro Arg Ser Lys He Ser Pro Gin 
130 135 140 

Gly Tyr Gly Arg Arg Arg Arg Arg Ser Leu Pro Glu Ala Gly Pro Gly 
145 150 155 160 

Arg Thr Leu Val Ser Ser Lys Pro Gin Ala His Gly Ala Pro Ala Pro 
165 170 175 

Pro Ser Gly Ser Ala Pro His Phe Leu 
180 185 

<210> 3 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(60) 

<400> 3 

get egg ttg gat gtc gcg teg gag ttt cga aag aag tgg aat aag tgg 4 8 

Ala Arg Leu Asp Val Ala Ser Glu Phe Arg Lys Lys Trp Asn Lys Trp 
1 5 10 15 

get ctg agt cgt 60 
Ala Leu Ser Arg 
20 

<210> 4 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 4 



Ala Arg Leu Asp Val Ala Ser Glu Phe Arg Lys Lys Trp Asn Lys Trp 
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1 



5 



10 



15 



Ala Leu Ser Arg 
20 



<210> 5 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
<222> (1)..(27) 

<400> 5 

aag tgg aat aag tgg get ctg agt cgt 27 
Lys Trp Asn Lys Trp Ala Leu Ser Arg 
1 5 



<210> 6 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Lys Trp Asn Lys Trp Ala Leu Ser Arg 
1 5 



<210> 7 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 7 

acatgaaggg tgcctctcga a 21 



<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



<400> 8 

aggccctgga agttgttcat g 



21 



<210> 9 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide primer 
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<400> 9 

tcagagcgga gaaagcattt gt 



22 



<210> 10 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

'<400> 10 

tcggcttgtc acatctgcaa 



20 



<210> 11 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 11 

cgaccctcac atcaagctac aac 



23 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 12 

ccagttcgtt tcagtgccac at 



22 



<210> 13 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 13 

ttcggaggaa gagaagcatc g 



21 



<210> 14 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 14 

gcacttgaca ctgctcgtgt tg 



22 
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<210> 15 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 15 

aacaaccgca acgtgcagt " 19 



<210> 16 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



<210> 17 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 17 

ttgaggaacc cagtgatgga ac 22 



<210> 18 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



<210> 19 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 19 

atgctcttag ctgagtgtcc eg 22 



<210> 20 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<400> 16 

tctcgatctt tctcacctgg ac 



22 



<400> 18 

cagcttctgt gaattgtggc at 



22 



Page 6 



WO 2004/043383 



PCT/US2003/035633 



<220> 

<223> Oligonucleotide primer 
<400> 20 

attcctagct gcggtatcca, gg 
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